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Nomenclature has a new friend request:
a network analysis of the PhyloCode

Evangelos Vlachos evlacho@mef.org.arCONICET Museo Paleontológico Egidio Feruglio,
Trelew, Chubut, Argentina

Recently, I have developed a new approach to use 
and understand Codes of Nomenclature by trans-
forming them into networks. Conceptualizing a 
Code as a network provides more efficient naviga-
tion and learning, and is a powerful tool for amend-
ments and revisions.

This methodology allows the objective comparison 
between different Codes in terms of their 
connectivity pattern and structure, both in a 
qualitative and quantitative way.

I have constructed the network of the recently 
published PhyloCode (PC) and I compare it with the 
International Code of Zoological Nomenclature (ICZN).

The most important conceptual modules of the 
PhyloCode, comprising almost half of it, are those dealing 
with Generalities, Definitions, and Authorship.
This is a major conceptual difference between the PC and 
the ICZN. Whereas the ICZN deals mainly with names of 
taxa, the PC dedicates a major part of its text on the 
definitions of the taxa (= clades) and their authors.
Thus, I could say that the PC is a Code of Phylogenetic 
Taxonomy, not Nomenclature.

This is an interesting 
approach, but how it 

can be helpful in 
large and complex 

texts like the Codes 
of Nomenclature?

Cool! And what you 
have done now?
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The network of the PhyloCode com-
prises 524 Nodes connected with 2915 
Edges. The most important concepts 
are clade, established name, defini-
tion, species, and nominal author.
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Nodes:
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Av. Path Length:
Clustering:

Interpretation
(Size)
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(Complexity)
(Max. page turning)
(Aver. page turning)
(Text flow)

Although there is a 
considerable difference in size 
(ICZN is almost 3 times larger 

than the PC), the user 
experience is largely the 
same. The user of both 

Codes would require the 
same amount of page 

turning to reach a conclusion, both on average (Av. Path Length) and 
maximum (Diameter), in two texts that have the same amount of 
flow and the need to consult articles across the text (Clustering).

The only signficant difference is that the PC is a more 
complex document than the ICZN (Density), as implied by 

the connections between its elements.

The modularity analysis reveals that the 
PhyloCode comprises 10 conceptual 

modules: Generalities, 
Governance, Clades, Clade 

Names, Establishment of 
Names, Definitions, 
Authorship, Traditional Use, 
and Publication – Registration 
– Orthography.

When combined, the PC comes out as a 
separate module, connected to the ICZN 

in two major instances:

1) PC’s dependence on preexisting 
names that are available and poten-

tially valid under the ICZN, and

2) the fact that species 
names are not covered in 

the PC and require to 
be available under 

the ICZN.

And how does the PC compare to the ICZN?

Which is the structure of the PC?

The network of the PhyloCode, made in Gephi, in a Force Atlas 2 layout

Info+
scan here:

The connection between
the PC and the ICZN,
in a Force Atlas 2 layout


